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UsS:

4. The isolated nucleic acid molecule of
Claim 1 comprising a nucleotide sequence

that encodes the sequence of amino acid
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residues from about 1 or about 28 to about
193 of FIG. 2 (SEQ ID NO : 2).

IPER (EP), EP:

3. An isolated nucleic acid molecule com-
prising a nucleotide sequence that encodes
the sequence of amino acid residues from
about 1 or about 28 to about 193 of FIG. 2
(SEQIDNO:2) .
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[ZEHO4H] t0 h =Y 5HTxL 7% —
PSRV

(fEAE R S5 H ]

JP :20054E12H 6 H
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1. Isolated DNA encoding the serotonin
5HTac receptor, wherein said DNA encodes a
serine at amino acid position 23 of said recep-
tor.

3. The isolated DNA of Claim 1 wherein
said DNA has the nucleic acid sequence of
SEQ ID NO : 1.

4. An isolated protein having the amino
acid sequence of a serotonin 5HT: receptor,
wherein said protein has a serine residue at
amino acid position 23.

5. The isolated protein of Claim 4 where-
in said protein has the amino acid sequence of
SEQ ID NO : 2.
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A7 b — 2131025 (b) THEME S N2A, 2D
%, TRLZ L—AICHIIE L, SEa AR % R
ERCH b &0 THBINEDREE S I, 7F] S 7z,
F7z, RVRTF RIZDOWTIE, 4EI R
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IPER (EP), EP:

14. An isolated polypeptide comprising the
amino acid sequence set forth in SEQ ID
NO : 4.

Us (#ik)

1. An isolated nucleic acid molecule com-
prising a nucleotide sequence selected from
the group consisting of .

(a) the nucleotide sequence set forth in
SEQIDNO:3;

(b) a nucleotide sequence encoding the
polypeptide set forth in SEQ ID NO : 4 ; and

(¢) a nucleotide sequence fully complemen-
tary to any of (a) and (b).

UsS (KRURTFF) !

72. An isolated polypeptide comprising the
amino acid sequence set forth in SEQ ID
NO : 4.

[(FHG1ES] F64

(4577 % 75] US2004-110920, EP1329508A

[ZE D 4 #:] Novel G protein-coupled
receptor protein and DNA thereof

(fEAE 5% H ]

US : 20054F- 6 H13H, 20054F-12H21H
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— LZETEER— 7 L — A OF BT E &
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UsS:

3. An isolated G protein-coupled receptor
protein having an amino acid sequence repre-
sented by SEQ ID NO3 according to claim 1,
or a salt thereof.

EP .

1. A G protein-coupled receptor protein

containing the same or substantially the same

amino acid sequence as the amino acid
sequence represented by SEQ ID NO .1 or
SEQ ID NO : 3, or a salt thereof.

2. A G protein-coupled receptor protein
having an amino acid sequence represented
by SEQ ID NO : 1 according to claim 1, or a
salt thereof.

3. A G protein-coupled receptor protein
having an amino acid sequence represented
by SEQ ID NO : 3 according to claim 1, or a

salt thereof.

[S6175] F40 5
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H PR 8 EFHIEE1040675, EP0422339B
(D] BEHEER T (TNF) 1 vt
Yy — B & Ok
(#5353 H] JP : 20054 4 A27H
[Foe3stH] JP © 20054£12H15H

[Ha%B g 0] EP @ 20064E 9 H28H
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(Jehi)
[FEIOE] R, B BR TRH
(FEBECTRETHLEOEERDLNT)
EENTZHATHMICHROTNFL £ 7 % —
H (46laa) XL T, 173 /&% 2ARMH
DTNFA vy ¥ —12onT, HEisRSh
72HEBITH Do
JPOHEABILTIE, 295D 212 X HIEHEH
HICEEHETIER 2 b > TEEZ EiE L 7275,
xHIn g B B IROMRI & 72 2 HFIH L,
B8 IE 2w e LTEME ST S
720 FEHEAS E AN IR Fp oD HE B 88 Sk
AERET, BHEANILETHRENLTWVS
TNFL 7% —O&E7 I /BRI LT
17406007 IV BRFRIEICEVDE H S 720, Th
32— N3 A5DNA (GEKRIHG (1) 2)) KU
WHITNFA Y e €% —Th BEHRTT FiL

WM B & I Vol57 No.4 2007 595



KAXDER, L#. RE. BRMERLLET,
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EDT I BEY], ThbblTAiDT I /%
AMetTh 5 b D L IR THEEEN LA
THLDOLIEROLNR WV, Thbh, KEHE
KIE6 IR S NHEHOTNFA Y ey —
&, FRICI7AN DT I JEERDSArg TH H T LI
Fhsd % b 1F TldZe <, KRB KIH 6 |[ZFC#
SNTHFEDT IV BREFIOTNFA e ¥ s
—\&, eREPMECRREINEEOT I
BEHIDOTNEFA > b ¥ ¥ —DH 7 528 8K 8
Ex\v, 2975 E, FHEIMEICHR SN
I L B o ERRRICE, 17407
BB ArgTHALE OO EEINTVS
EVIRETH LD E, KFHGERIE 61X, S
BN I CREE S N2 L E-HMICHE % b D
Thb| LOERFEZIT=, HEATXI NI
ISR, FEOBEBATHR SN2 F 2950
2 R E LTHRRN R SN,

—77, MIBEPTIX, 3MFORFEH AL S
N7z, BREFGRIEFITB W T, 40kDaTNF
£ e By —RI7TA.O T 3 7 A ArghikHic
RESNTBY, £o TWLDOTHHREDOR
BUIELLZWEFSRIN TS, o, A%
BEESN, 7L — 2 OfIEERRLEEYE D
BLE R L — LAOFBIER N2 EOHE L&
HE TR 2 H T BORFEIE T S h
726

[FEAENS 7 L — 2]

JP:

6. AR PEHIEEH T (TNF) 1~k

vy —Tho7T,

(£) 1) TEDNAFEF]-- (HH)

2) THR.DNARLKI, Zoa— FaEiE, ik
TNFA Y E¥—%a—F35ZDMHHE
(4617 3 /BR%Z a2 — N9 HRH & &d 1 ~2223
fr ¥ ToOIEHREH)

(Fg)

D OFIXNTZEHN S 2 ZEIREHNC L ) 2 —
FENLLDTHHD, NI

(1) 1) FTRo7 3 /By ()

2) TRLO7T I/ RRECHIF L <I1ZZDTNF
FET7 I 7 A2, ETFROT I/ BRI
D7 EH80%WMFETH LY . (2357 3/
FRECH1)
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TH5b)o

EP:

4. A TNF inhibitor selected from the
group consisting of ©

(i) A 40 kDa TNF inhibitor comprising
the amino acid sequence as shown by
residues 1 through 235 in Figure 38 ;

(i) A TNF inhibitor comprising the
amino sequence as shown by residues 1
through 182 in Figure 39 (40 kDa inhibitor A
53),

(i) A TNF inhibitor as shown by
residues 1 through 184 in Figure 38 (40 kDa
inhibitor A51).

(F61%5] 616

[ %5 ] W002/052007, EP1352961A
[ AK] wEME Y » 37 8
(FEHEPE 5585 H ]

JP 1200547 A 8 H, 20064£7 H 7 H
EP : 20064F 3 H24H

[516])] 4£617aa 1 aait 7 A EC%) (SElE)
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[FHOBE] RF1E, REERAE L F—F
TIT7I/EBRELRLT IV EREYE2— N5
RN X7 VAT Feblm L 72O JeATHA AR
T, BHDOELR LAE L &R ey = &
HT BRI X7 LFF RIZOWT, RS
N72FHITH 5,

JPOFEABRT, FHLEROHiEHFELE
2 %02 X BIRET N OBERE SRR EL S N7z [k A
EAMER S NTEBY, [EHICEHEsINLy ~
INIBE 1T 3 /%@A#%&éﬁﬁwyzn

ZEDS, FEMER W0, 1T
0)75{5'5'0 oto“CJ:pBZ’)O)& VN7 B DOREREDS
R DI EPPLETH LD, BEAETOERIL
KEEDE 27 BOMRE 2 MO THL 2 L7z
CEIEALOT, LEICEKEED Y Y
DAFHE R DA THI L E2RTIIES
TR bOTRONS, KKRE LTItz 72
OLZELIFTERWVE L] it Tw
72 T72, TOBROIEHMAE T, ROOIEHM
FHGBAICHRIT SN TW22050 2 (12ED IR
FMEHAMERE SN TB Y, [ LRdmAEIcBY
5 ERIEE, (%), KFEEHOD 2 €4 295,
s B L OO 3 o0 EI VTR D,
FeRHAIEE IR OBRT R OEAE & # %
2L (Thbb, KEFEHDOY 7 E4) B3
17 3 FOERIZE > THD T [,
e B L OEMEoRE, 5, BLUEAER
AT ] 2 S L2 0TH- T, 220,
e E A 5 | RO S L7 R R ST IR R,
g B LWl gE, oit, BXUOHAL
RAET BIENE] 2HL TV RWI &) 2R TI
RBATHRb0 LNV L, (1),
A FHFG KIH %%fux7vﬁ%F&wEEW
&, FGRIMES ICRR S NERTROEA
BLARATHIEIITER W, LE#HEN
TWb, AL, BEENREIREHRTH S,

EPTIE, 5IBIICEYIF S 2 D4fK617aar
99.838% [l — 7 X / FEHELHI A2 2 — F§ 5K X

7 VFF RDPRRENT WA LBED L, B
Fr 1 EDNA T T A XREFNES 1 £70%
DER—T®harZ THELZIBZEL Y L
— L OHF M D45 (3) 12D S HE SNz,
Z D%, FIEIZEY, 5Bz ETL 7 L — A3HIBR
L, BHEEFEAR) X7 LA T K7 L— A
fi L 7oA, BRI S 7z,

[(FEAEGS 7 L — 2]

JP

2. (P, w)iE B X OEMEROTEE, o
b, BLUBAZRETHEEEETHEHE

DEFRTF K TH-T, BHFES : 3~50D
WENPOT I RECHIN S R R TF Faa
—F9T5K)X7VETF N,

EP:

1. A polynucleotide selected from the
group consisting of (a) and (b) below :

(a) a polynucleotide that encodes a protein
comprising the amino acid sequence shown in
SEQ ID NO : 2, and

(b) a polynucleotide comprising a protein
coding domain of the nucleotide sequence
shown in SEQ ID NO : 1.

(F61%5] F60 7

(45775 ] EP1179002A

[Z& D4 #r] Methods using mechanisms
of action of aroA

[FEAEPE 5% H] 20054F 2 H25H

[5161] 4:F427aa (1284nt) H11aa7 2K
JRTF R (A5

[FBOBEE] A%, Streptococcus pneu-
moniae R EHE (aroA) DIBATHMAET
T, 173 /WkAHET % Streptococcus pneu-
moniae € E L (aroA) 122WT, HEa®
IRENTZFBITH 5,

54T 5N HSCHERIC X, Streptococcus
pneumoniaefiaroA R X 7 L+ F K& 508
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\ZaroAZRHE (427aa) DL SN THBY, &K
B2 L —LORY) (£5427aa) £#799.9% D
Fl—t (1laati®) 2HT 5, &b, WA
WIS [l - DFFER R 5 53 #E S N KIKD
BLH|ThH A, EPTIL, 70%LL EAHFEED & %
W% ahaiEs L— A0 r L — A 1 H5450%
eI/ BT, FElRSEHE 7 L —LlZon
T LM, 545/ 35658k &
LCHEM S, 51FlED 1 7 I BEOHED
[TRCHIC S 725§ MR & B4 ICIREIC L T
| LiRR SNz,

[#A57 L — 2]

EP .

2 . The polynucleotide of claim 1 compris-
ing the nucleic acid sequence of SEQ ID
NO : 1

7. A polypeptide comprising the amino
acid sequence of SEQ ID NO : 2.

(H617%5] F60 8

[F7 % 5] 4512003-199585

[ZBH D2 FR] L O PR A &2 1 o 1) 5 1

(FEHEH S5 H] 20064 6 H13H

[516]) 4f655aar 1aat e 2R X7 F K
(255

[SHBIOBESE] AL, B4 RIS 057
WHEAETT, 20173/ ByERINEE
TL MR O IET-L TR ) )T F F25516] & [
efﬁéﬁéﬁfﬂ%ént$mf%%

[ REEFERIES, 7, 9IRBEHIIBNT,
BCRP (V12M) ﬁfi?ﬁ‘:”— N A AV
B OMEEL, REHMED O (SEFER & A0 5 72

BRHLLHIZIFFRONL W, LTASLE,
ABFERIE S, 7 ORHES 312485 5WIZ
SIHSCHEE L ICEiE SNy FE> 1Tl 73/

FRIR DT U720 O LR R OHEBED 1 TIX
e A ENRTES R, T72, ANEFEKIHI D
FCHI o 4 12AR 228 S, HIHSCHK 2 1ISRCHk S

hme%%Z”ﬁwf#%%’17:/@%

WERTL L) 1HEERERL 72D 0 &
&U:—FTéy/A7 T DORERED fCIX B
HIZEWTER V] ERBESIN LT, [REH
RIS, 7, 9OKRHIES 3, 41485 %EH
(&, BIHSCHR L ICREiR SNz e —THh D,
F BB TCES IR LIEZb 0T
Lz | s, FEREHE 7 L — L4
OFHME (29(1) ®) R OEARMEATGE S iz,

(x5 L —24]

JP:

5. BHFEF1, 3XIE5TRENDLT I/
FRECY % A ABCRPDEIET-Z IR ) X7 F
Fo

7. BEHFET L, 3NIE5TRENLT I/
FRRCY % 2 — N9 A3EERCY) % 3 5 BCRPD
HIZF R,

9. FHFES2, 4 X6 CTRSINLIEIET]
HT 5D THDHRE T RLBOELTEH,

[EBI%>] F609

(7% 5] W002/081690, EP1375663A

(O] FiBly v 878, #ODNAB
LU FOH#E

[FE A2 5556 % H

JP : 20024117 1 H (IPER)

EP : 2005411 H10H

[5161)] &£F465aaf 2aa2 2 2 &EHE
(JP @ Z23%n, EP: 4%, JolH)

[FHHOWE] Kk, AEEOEER—E
T27 IR 5 &AVE & bR L 7264180l
FAET T, BHIORL LAE Z & iEiy %
GEHETHEAEIZOWT, HIFAUR S -3l
THhhb,

BERYEH 7 L— 212 LT, JP (IPER)
TRHHMED Y LTSN, LaL, RS
WD 7 X2 o7 3 BRESIE, B
() D% 27 ED L D&MD THEBP L Tw
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5T EMD, TNEOEFIERIZED W TEY
774 ~—%ERL, & FHRDDNAT A
77 —ERETIUE, RIEPIKRLERY X2
LAF FEBHI /-0 75 LNTE
5] L6, EREICOWTIEEGE SN,

—7%, EPTIX, LiJP (IPER) ¥k & &£
), SNHSCH K OSBRI 3D S R ERCy & A
7 L — LT L TOHBIMER LIRS
7zo THUTH L THIBEANZ, FERIF—2 L —24
DHIBRIIAT - 722, FEBHIEH 7 L — 42D
WTIHIEZ AT IS, [FIBHIEARE S L — 2
IZRCHE DT I FRECHI, BRRECHI & Se4s|Z ] —
DEFNIF/R L T vl & Gw L7z, BifE
FERBETTH S,

[#A57 L — 2]

IPER (JP)

3. MHFED 1 TRSINDT I/ RELHI %
GAETHMRHELIGBO Y Y7 EE 723D
o

EP :

3. The protein according to claim 1 or a
salt thereof, which comprises the amino acid
sequence shown by SEQ ID NO : 1.

[F6075] F110

[H#r %51 US2004-058863, W002/030960

[ D% Fr] Novel Compound

(FEHE L 5585 H ]

US : 20044 8 H13H, 20054 6 H28H,
20064F 5 H24H

EP : 20034- 1 H23H (IPER)

[5161] &£F183aat 4 aat e 2R X7 F K
(Z255m)

[SHBOBEEE] A, NETZANVAAL VT
VI FHREAEDTATEMAFET T, 47
IVBHLGETAANET A IVAL Y7 VI U HH
REHEIZOWT, TR ENTHELITH 5,

BBl L ol T — 7 N—= 2121, NET 1V

A4 YT NVIUHFHRENRY (183aa) HYEL#
SNTHBY, FEOERY (FRHFT2 2K
182aa) & #998% D [E—: (4 aat#, MNGap
1, REFWER]L) 2635, 5B, FEFY
NTFFE, NETANVAL T VT2
3224 A%k & V) Higl < 7-BASB203:i# {5 112 &
NI—FENLERIROEHTH 5,

USTIZ97% ~99% Lh LA — s % & &,
7 L= L122wTi31024% (b) T S 7z
B, B RS TRV L—AIZDonTIE, B
BIZERNTES 2 OB 5 7% 5 (comprise
7zl¥consist) HEfSN-&EAK L AR SN,
ZDOFHMEDTRD H Tz,

—7J%, EP (IPER) T, F—5I#li22oWVT,
ARFERECH) & Da]—14: 2 98% L 78 L 72 £ T, 5l
BlegteZ7 L—A 1IZOWTHHEEIGE SN
720 BERHIEH 2 L— L0V TE Rk v
b DODFKRICH RSB E SN TV 5,

[(FA G 7 L— 2]

UsS .

54. The polypeptide as claimed in claim 52
comprising an amino acid sequence selected
from SEQ ID NO : 2.

55. The polypeptide as claimed in claim 54
consisting of an amino acid sequence selected
from SEQ ID NO : 2.

IPER (EP)

1. An isolated polypeptide comprising the
amino acid sequence selected from

(a) an amino acid sequence which has at
least 99% identity to an amino acid sequence
of SEQ ID NO : 2, over the entire length of
said sequence ; and

(b) an amino acid sequence which has at
least 85% identity to an amino acid sequence
selected from SEQ ID Nos : 4, 6, 8 and 10,
over the entire length of said sequence.

3. The polypeptide as claimed in claim 1
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comprising an amino acid sequence selected
from the group consisting of SEQ Group 2*.

(*SEQ Group 2% iZany one of the encoded
polypeptides set out in SEQ ID NO : 2, 4, 6, 8,
100 Z & THY, SEQ NO : 21, Nos : 4,6, 8,
10123 L T2 Z2N98% A —Tdh %.)

[F6I%=] FHH1l

[## % 5] W002/103018, US2004-152101,
EP1403371A

[ZHOLK] HFHE)RTF FBLOZ0D
Hla&

(fEAE PS5 H ]

JP 12002411 H12H (IPER)

US : 20054F 4 H18H, 20054 8 H19H

EP : 20044:12H20H

[51#1] ©E24aarf 6aafe R RTF K
(255m)

[FHBOBEE] KL, 67 3 JFREL L%
THMAAE T T, AEOEE247 I 7 BoOwRE
FEPIH AR T F RIZoWTHIW AR S -F:60T
b5

JP (IPER) Tl, 73 /FR6EENRL 2
FFO5 I %2 b, 7 L — AfIZZEIC
F—&Fldk L7270 ICHMllEOER D, S5 6%
GO E o2 L—LEF TR, BHES
4ICRELZZ =AW T O HHEDIEE
BN, BEROHP L IZOWT [FHIES 4
TRINDET I JBREHVIHFD 1 ~6BEDT I
JBRPMOT IV BRTER I NSO EHT
5 (WHESE 7 HEBITHSH) 256, EHW
WCR—TH o] L 3h, &5 [FEROHP 2
IR ENZZHHIOWTHRMETH L] & &
n7z,

—HUSTIX, F—561d LT, 2054l
7 L—LIlET, FEF—7 L — A3
(102(b)) THMEN, LAIL, WHIET4
WCERRE L7227 L — A2V TSI GE S

N o7z, B BEmoh T, [7 1V —24
2N L= LB T 52 L — LT
HHIOEMINLD, M7 L—nbdhd
AR ESNfGL] S, 7L -4 11220
T TR ET A 2SR )XTFF, 20
T7IRL LK IEZFDZATNE I ZDIEICHR
LG EIZERFT SN S | Ll S 7z,
%B, TOMEE LT [REFRHNIG NI L
THBOFRRGFEN 2T I BEfREEATH S
HTHELZ-TWH I ENDL, BRI HES
WCHIECTE 20Tl R\ LEH SN,

% BEPTIE ERL L [A—D5 6217 5T
WhH S, MHEOHK (65RMEDME) TldZ <,
MHEMEICAEB L72HW2s STy, kit
BEINT, KK RTF FITHRET80%—
I BRI NXTF FHFIR ST TEORERE
2 BT & U THERED T E S 7z,

(57 L — 2]

IPER (JP)

2. WY L ATRINDT I/ BRECHIH
5% 5 KH 1 ELHOKR) RTFF, 207 3
FHLLIEZFDZ ATV E 7213 % D,
usS, EP.

2. The polypeptide according to claim 1
consisting of the amino acid sequence as
shown in SEQ ID NO . 4, or an amide, ester

or salt thereof.

(F605] 12

[4577% 5] EP1163343A

[38BH D 4 1] Neisseria meningitides anti-
genic polypeptides, corresponding polynu-
cleotides and protective antibodies

(JEAGHE RS 58 24 H ] 200445 7 H 8 H, 2005
46 H23H, 2006%E8 H 4 H

(5161) AR L 95~96% D[R —1E % A
THEAYE (%)

(FEOIOBEZ] AL, KFHEDE L95~
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96 % O [F] — 1 & F¢ 2 o B O FeATHA DBECH &,
[l —MEDEIEIZ BV TRFDD L PERPIZ L -
T, DI S NFHFITH 5,

EMEF T, H—MEEER OMBIZ, KR
EHE (A5 2) L95~96%M—MH4E AT
B EHE % R L72ATHAN I 3D &, 85% 1L
FOR—MEHTL2ERHED 7 L — L 13545
(3) #RE LTHHBMER L L SNz, BAE
S5, =M 2MHIEDRKRE LT,
[ ABRELHIE S 2 L 97~99% [ — % 3 A
FIWCRE L7272 AL v 7 L =L % Th
X, ZNEHHTH L L, WHlFEOREL S5
BIFHHBIMI L Lo, Labx7,

HE DS RIRCERAE O R@E ) 12, yE S
2ICHE L7722 812X ) BB—MhE IR 5 fEAE
HHEHE SN, SHICEVFRT 2 12567 L
— A xR HNET 2 LT LOR—HEHFT S
FCFNCRRE T MR & D, FEMEERIZRS
TG IR AR S 7z,

(AR 7 L — 4]

EP :

(i 1E A1)

1. An isolated polypeptide comprising an
amino acid sequence which has at least 85%
identity to the amino acid sequence selected
from the group consisting of SEQ ID NO : 2,
SEQ ID NO : 4, SEQ ID NO : 6, SEQ ID
NO : 8, SEQ ID NO : 10.

(HiIETR)

1. An isolated polypeptide comprising an
amino acid sequence which has at least 97%
identity to the amino acid sequence of SEQ
ID NO : 2.

[(F61F7] FH6013

(45779 5] US2004-180407

[%BH D4 Fr] Novel G protein coupled
receptor protein, DNA and its ligand

[FEAGEEE 5% H] 20064FE 4 H12H

[5161] 4&1197ntH 1 ntd 2 2 HEAE Y
(Jeli)

[FHIOBE] AT, KEEOE LR
T 1IREER 7 B YR AERCH % BR L 72 5B 0 Jetr
FAAFAE T T, BCHIDFRZ B A0E % & & i
WaEgH$AKR) X7 LA T FIiZonT, Hr
DBRENTFBITH 5,

FIBICIE, [ARBEOMBRET] & 99.9% 7 —0
HEESNIBRD F2BORLTWA] &N,
5% 7 L — 225895 % D ER—okET Y
— 7 L—=LEROGHZ 7 L— LI EE 0
ERSNEHARY) X7 LA F FOFHREIGRE S
n7z (102(e))o

[(FAd5 7 L —2]

4 . The isolated polynucleotide according
to claim 3, wherein the polynucleotide is a
DNA containing the base sequence represent-
ed by SEQ ID NO 2 or SEQ ID NO 6.

[F603 ] F6014

[H7#F%] US7026299

[ZEWH D% F:] Connective tissue growth fac-
tor-2

(FEHEFE 5% H] 20044F 9 H21H

[5161] 38laat 1aa®t7Ze 5K RTF K (A
)

[HBI O] AEE, [Cyr6l] &) &k
DR RTF VR OZF O &R L7 TH
HAETT, Cyr6le 17 3 7 BREZ 2454 AR
BRI 22— 958 X7 L+ F N5
2 & 2 MEBAEEIZ D WO FHICE L
T, HBAPRENIZZFBITH D,

ABEECHFK 5 2 07 2/ HEEY)] (38laa) 2
SWHLTHLEESTL 7 I/ BEy (99.6%7—)
DEHND53F % - B RFEHFI O A 27 1)
— =V ERBUR LB S, B
1312100% [ —, BIBIDOAT v F1E 7 L—200
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B EFD A& LTHHM (102(b)) T
SNz, ZRUTH LTHBANZERETL 7 3
S BGENTH A 7ZOF BRI 5w &
e ERLZDH D, AR (RyES2) €
DHDEFHE L7 L—LEHIL, HFifrhE
T 7z,

(#5271 —2]

UsS:

1. A method of stimulating angiogenesis
in a mammal, comprising administering to
said mammal an effective amount of a polynu-
cleotide selected from the group consisting
of .

(a) a polynucleotide encoding SEQ ID
NO: 2,

(b) a polynucleotide encoding CTGF-2
polypeptide encoded by the cDNA contained
in ATCC Deposit No. 75804 ; and

(¢c) a polynucleotide encoding a CTGF-2
polypeptide fragment with angiogenic activi-
ty.

2. The method of claim 1, wherein said
administered polynucleotide is contained in an

adenoviral vector.

2) BB EEED6 7 3 VUL R 5 FHp)

[F61%5] F6015

(7% 5] US 2002-90681

[Z£B D4 %r] Polypeptides that induce cell
proliferation

[FEMEE 285 H ] 200548 3 H14H, 2005
£ 7 H29H, 200641 H 9 H

[5161] £E507aaD > 7 F IV DEFR DS
100% —3% (KBEHN16~507% —3%) 5K~
TR (S, SR

[HEHOBE] RO, BAEERS I E AT
ST FVERFIO5T 3 ERASRT - ELHI D SEAT
BT T, BEG YT FVEGEL R XRT

F FIZOWT, AR ENT-FHITH S,

[Ruben & (& FH A O BLHIZE 557 £ 97.0% —
¥ L EHIFE 5137, 139X V2425 HORT %
Ruben®ECH1& H B A O ELHIF 557 D16 ~507
fZ2100% 33 5o (W) HEEAIZS 7 F )b
TFRELTL ~265%3E2MEL7z] LRles
bk, sz 27 L—2I2&T, 80%LL LIF—
DEFEOY =2 L= R [RHFEZSTDOY T
Tl RELZESN 0GR ) XTFR] 0
L— 23, 1025 (a), 10245 (e) THAMS N7z,
LaL, 51227 L—2al2& T3, 5IHICEEH
DR T F VG HETR)XTF RO L
— L OFHEIIEE SN LD o7,

B, FIBIE D SR IFERAP LI TwzE
DGR b AL, i rgI295% LA — o R
VXRTF N7 L— LD 5Tz,

[#A57 L— 2]

UsS:

28. The isolated polypeptide of Claim 27
comprising the amino acid sequence of the
polypeptide of SEQ ID NO : 57.

29. The isolated polypeptide of Claim 27
comprising the amino acid sequence of the
polypeptide of SEQ ID NO : 57, lacking its

associated signal peptide.

[FHH%5] Fpil6

(45779 5] EP1137778A

[ZB D4 Fr] Polypeptides and polynu-
cleotides “BASB040” from Neisseria meningi-
tides and vaccine comprising said polypep-
tides and polynucleotides

[fEAGFR RS F 26 H] 2005453 A 7 H, 2005
49 H14H, 20064-4 H 7 H

(5161] ABEOBHIE T 6 (4:5587aa) DN
K 12 28aafd N & N7-BLYY (4xF615aa) O
CARBEOREF 5 2 R4 (425609aa) ON
K2 6 aaff e 4 aaDSiEIR S 72K ) RT T
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N (4F615aa) (JCli#)

[FHIOBE] AL, % VM E Neisseria
meningitidisOHUE R Y X7 F FIZET 5 H D
T, NEHIZT I /7 BRI S BB 3
B F D FATHAMAFAE T T, GIBIES] &1 HEwv
ARFEER T ECH & 5 IBIECHI D —Ef & D Ia] —PETH
W SN -FHITH S,

FIBIECHNZ 7 L — L ZE S, MBS K085%
K O95% UL E[d—THIE L7z R ) RTF RO s
L — 2388k (54(3) (4)) THHEMES N7z, i
BRI S 725527 L — 2 299% L) E Al — &
WIET 225, [ARBESNES 2 R4 %2 (514
L) EREHE KT A5 T TOR, [FH—
PEI399% & W< 2 5] & LT, #Hohih %kt
B9 A J7EETIE99.3% (609aa) O F—1E7A%%
LI NS, #rL—A b EmE LW
LNz Lo L, 5l & wih&ES 2,
4 K6 DAREY) T F FORHIRE 7 L — 4l
WIZEHN TS 2 KN4 @ “comprising” 7 L —
LAOFHBEIBE SN o72 B, MEA
EEIBIEEY 2 7 L — L& CREMNET 6 D
“comprising” 7 L — A %#ERL Do 72,

FEHIBRSE 7 L — B 2D W TEHHTED TR0 5
N7z, BARE, FETFHeRERORR
BawE LT, 5IBIECY & ORIFR THEARMEILR
5 S A7z, 20064 8 H31H I HIBH A IZARE O H
FEHCT U 2l |1 L 72,

[#A57 L— 2]

EP :

(i 1EHT)

1. An isolated polypeptide comprising an
amino acid sequence which has at least 85%
identity to the amino acid sequence selected
from the group consisting of : SEQ ID No : 2,
SEQ ID NO : 4 and SEQ ID NO : 6.

2. An isolated polypeptide as claimed in
claim 1 in which the amino acid sequence has

at least 95% identity to the amino acid

sequence selected from the group consisting
of : SEQ ID No : 2, SEQ ID NO : 4 and SEQ
ID NO : 6.

3. The polypeptide as claimed in claim 1
comprising the amino acid sequence selected
from the group consisting of : SEQ ID No : 2,
SEQ ID NO : 4 and SEQ ID NO : 6.

4. An isolated polypeptide of SEQ ID
No : 2, SEQ ID NO : 4 and SEQ ID NO : 6.

(Ffi1E%)

1. An isolated polypeptide comprising the
amino acid sequence selected from the group
consisting of SEQ ID No . 2 and SEQ ID
NO : 4.

2. An isolated polypeptide of SEQ ID
No : 2 or SEQ ID NO : 4.

3. An isolated polypeptide of SEQ ID
NO : 6.

[F61% ] F4017

[F7% 5] 4$3£2003-516132

[O4HK] A1 vy —ufFr—11LkT
=TT MBI TZOMH

(fEAE P55 H] 20054-6 A 1 H

[5161] 4F158aan EE LS H (5 ~158,
KREED120~273124FI) 1 aadezs 5 R T T
K (SEE)

[FHHOWE] KE, e by —usfFx
AT u yR) RTF ROSERER NS O
HFAET, d—=N=F v TEHIZONWT1IT I/
MAELLABEOA 7 —0 A4 F 1 (LT,
IL-1) LET%—7 2% T MEGFIZDOW
T, HWARENHHITH S,

IEzE, IL-14 73y Ry RTF R
(158aa) KU ZN%E I—F§5HK) X7 L F
N (477nt) SR EN TR, KEAFHOR
| (&£F273aa) &4 —/N—F v T L7=E&5
(154aa) I22WT1 7 3 /ERMIET 2, & B,
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REAR)RTF FiZe b7 A7 =7 RXR=2AH
SIL-1LE 7% —7 v % T= A MMEGTFDEF
EOMRAMICESERESN, s70—=v 7 &
N7 CThsb, [R7LFF FEAIKDT I
J BBEHI OV BT $99% L F o [F]—
AHETAH] LT, 20560212X hiEfs iz,

B, FHHMEZEOEMIEE S RIS
7273, FOBRBEENIISEE T, A E DT
ELTWD,

(x5 L —24]

JP:

13. HEE SNz R)RTF FTHoT, T

(a) BHFES 21 RENBT I/ BREEY) ; B
Qo)

(b) ATCCx&t#H S _HODNAA »H— k
ko Ta—Fasha7 3/ BES,

WO AL ERESNDL T I RS~ &
&, HEESN2R ) RTTF N,

(617 5] F65018

(4775 ] EP1114160B

[ % W @ %4 # ] Moraxella catarrhalis
BASBO034 polypeptides and uses thereof

(FEAEF S5 H] 20034 7 A11H

[5161] 4ntiX3aat7 5% 32— F9
5 ey & —#R5 2 E & R VIE RS (92407nt)
(JehH)

[FBOBEE] AL, SRS O BLHIA &
19233~20561 (1329nt) 2SABAYEIERCHIF 5 3,
5, 7, £98721, 99.248, 99.699%, 19233~
20558751 — N ¥ LECY (442aa) DSAFHT 3/
MRy &S 4, 6, 8 X98.643, 99.321,
99.548% — 3 9 % MEABLHI D AT HAMAFAE T
T, YOG LR Y USRI % &4aT
LHR)XRTFFREIRY) X7 L4+ F FiZown
T, HIW2RENT-HBITH 5,

il 7 L—2I2E&L, 8B EFE—DFkE
0y —7 =A%, FHMEsGE Sz (54

(3))o —77, HAGFLHEMPT [D2121F, K
FEOBLHIZE 5 3 ~ 8 L &RIZH 725 T100%—
I HEHTNEIHRMICFRSINTE LT, £h
Wz, D27 L—243, 4, 10KT11OH
Bzt bhwv] L3, 5827 L —24
& T2V, eV EHER) XTF FROFR
)27 LA F FOFHIEILERD 5Tz,

(#5271 — 2]

EP :

3. The polypeptides as claimed in claim 1
comprising the amino acid sequence selected
from the group consisting of SEQ ID NO : 4,
SEQ ID NO : 6, and SEQ ID NO : 8.

4. An isolated polypeptide of SEQ ID
NO : 4, SEQ ID NO : 6, and SEQ ID NO : 8.

10. An isolated polynucleotide comprising
a nucleotide sequence encoding the polypep-
tide of SEQ ID NO : 4, SEQ ID NO : 6, or
SEQ ID NO : 8.

11. An isolated polynucleotide comprising
the polynucleotide of SEQ ID NO : 3, SEQ ID
NO : 5, or SEQ ID NO : 7.

(2) ATHICER S hA-KRARICTEEL BUVEDS)
[(F61% 5] F6019

[ 5] #r5°F 8510387, US6387675,
EP689587A

[ZEHDOIM] ZRRERELV Y 72T —F
(FEHPE 5% H )

JP 1 2003411 H11H, 200544 A 5 H,
200510 14H  (AiEshi5#E%E%H)

US : 19964 6 A27H, 19974 4 H15H,
19974F11H13H (Advisory Action)

EP : 2003456 4 4 H, 200445 A11H,
20064 2 A 13H

(5 141]

BRIV Y 7 25— ) &2Fb543aat 1 aa X

I 2 aaE\y (23H)
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RIKDERERRI N 725 —F | £F
543aaf 2 aaiE\y (43H)

(B OBEE] ROE, BARLY 7 25—
YR O RIRD IR I © 7 = T — ¥ DAt
HMFETT, 173 /B2 7 3 BIE
PN BRERFRL Y 727 —EIZoW0n
T, HWARENZF:HTH S,

JPTE, ARV 727 —-X¥E 1T 3/
FRB I BIERERN Y 725 —PEHE L —
DXL, FHEIRE SN o720 LA L,
(OB HPEALT IV BERERL Y T
7 =¥/ LB SnTBY, [H
OB THOEFMOER 217> THT, ()
BRIRRGD 2 LE, UEEDPES I LG5
bOE LTI T I/ RERKRT 2T I/ EREIHR
DWTNDGE S EREITRE S N7z (M
HEA, ArEREHEE D),

USTIL, HW), RKIROZERERRIN 7 =
5 —X (YL L — A IR HOEREDOR
OEELFALLD) DHIFHEN, FRESE
&Nz (102(b))s LA L, HEEAL, 5IH
HRICREU T ARk E 7 L— A HlBR L7z
FER, BBIEIC X A Sz, $ 72,
FAETIE, BB EO 70— v sy
7 x 7 —EEEEFHREN, B M%
HTDHIDL) RERMEPLVR=-Y —#@ZTL
LTHEHTHA) ZEIRENTVELZ L2 H
HICHBATH 5 LR Sz, Lo L, #HIC
BWT, 5B BICERET LT I BRAE
AN D O RSN TWTL, HiIZ—o0
BRICTELWzo, BTz snne
LCHWTH S L OHIITE SN2,

EPCIE, Zb—2&8N/ 173 VERER
RIZ, JeATSCRRICBATR ST e W 72 D
*HTAH] LENTD, EREIZOVWTIIES
ICHEF], BETELELTHESNS,

[t L— 2]

JP:

1. 12 E72E 20 CERL TSI L
THIET AHERN S 727 —ELIIRRLT
IR AT HRRARRPILVY 7 2T —
LTHoT, 1DFICERDYDL5E, TOM
& X LucPplGRO 7 3 / EEELHIIC BT 5 Al
214, 215, 223, 224, 232, 236, 237, 238,
242, 244, 245, 247, 248, 282, 283) 17348
PO BHENPLEIRSNLMMEIIHIELTB
0, 20FTICEIED D DGE1E, €0 %L
b —HDOFEIZLucPplGRDO 7 3/ BEECHIIZ B
\F 5 iE214, 215, 223, 224, 232, 236, 237,
238, 242, 244, 245, 247, 248, 282, 283K
3487 & 72 B HE IR S N A ALE KIS L
TV ARHIRLEAZRF RN Y 7 27—+,

2. 1207 I/ BREBRD D ZFRKE 1 IZF
WOERERN Y 7 25 —F,

UsS:

1. A synthetic mutant beetle luciferase
comprising an amino acid sequence that dif-
fers from that of the corresponding wild-type
luciferase by at least one amino acid substitu-
tion, the position of the amino acid substitu-
tion corresponding to a position in the amino
acid sequence of LucPplGR of SEQ ID NO : 2
selected from the group consisting of position
215, 224, 232, 236, 237, 242, 244, 245, 248, 282,
283 and 348, wherein the mutant luciferase
produces bioluminescence having a shift in
wavelength of peak intensity of at least 1
nanometer relative to the bioluminescence
produced by the wild-type luciferase.

2 . The synthetic mutant luciferase
according to claim 1 wherein there is one
amino acid substitution.

EP .

1. A mutant beetle luciferase which has
an amino acid sequence that differs from that

of the corresponding wild-type luciferase by a
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substitution at one position or substitutions at
two positions wherein the position of at least
one substitution corresponds to a position in
the amino acid sequence of LucPplGR select-
ed from the group consisting of position 214,
215, 223, 224, 232, 236, 237, 238, 242, 244, 245,
247, 248, 282, 283 and 348.

2 . A mutant luciferase according to claim
1 wherein there is one amino acid substitu-

tion.

3. & ¥

Aol - ARG L 72 0ERE - AN T MR
LCW2abIFTldevs, #Fashm %z KL <
WhEEZ D, BIIREND L) 12, REAFEH
RIRAFAE T B EHOFF & N TR /ER
NTEBROFHT, FREHBNICEZS RSN
Bo NTHIZIEB L 72 FRI L TiE, 1~
27 3 BERAEDOENTH-TH, HEHKED
FREDRGITHHREI RO LN TWD (144
1314) 6

—J7, T UVIVERERF IV O THEORRD
WY THLHEGNE, 1~27 3 BiEEE:
TIELTLOFHEIETREDO LN TR WNEH T
HY, 673 /BMIELEDENTHFHRMEIED
ENTWRWEBDLH -7z (FHFIL),

FoKClE, 173/ BRE0#ENTS, 71
— LHEIBEE T RS, FMESERO SN
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B, RETHELEOVTNTHFEEETH - 720
Bz 1E, KEIOMPEP ($5iF#AfiE) Cldsl
FZEHADHNSCHR, B THRICEZRRITTE S
T, WINCBWTh, 5IHSHEAAMCH,
FEIZ B D & 3 H I O P SL 48 | A E 2 3% T 7%
WEWV)FEDEAPIMLINTNEHDLE
oMb, BINOEZ FIE, 95~96%[F—D5|
BIAFAE T TDIT~99% [F]—1k: 7 L — A~ DHfIE
DR (Fi112), FEEREICBIT 5 1740635

Lo TWAOTHHEOMEIIA L VEDR
i (FB5), KU100%—3$ 5 BLyIASHHRIT
RSN TR WD H B R bRV E
OIEHEIL AT O W% (FH118) ITHAMEICE
NTwaEBbhs,

—J, BARTIE, 5IBNIFEEA R WAF 25
BARH L2723 TE% <, RAIOENZLD
BREIEV S -2 & (BEMREOIER) % 3F
Bl L T2 WEHEEITIE, R ETHBRMENS
STz (1R 714) . HAROFRA L
T, FATY IO LSS (Rl
ENTVBIZHFELWEIE] »oIiLES 55
LHEHMUNEE SN TVD (FFERATEES
FUEF TG 2 8, 53 8). F6l6 Dk A
ERHH 5 DFRNOEZ D L, HRDFERIT,
FCHI DI X DIEFEDE 2 7R S 20\ &k
ANl &I MEAABEE CTH D EE R bLb,

HERTIE, itz 30 5 ThHoIBloRR
WZHER L CHER R YR e T RS T E
ENTHFFIETE 2RO LWV (FHH1,
2, 3, 16, 19),

L2 L, BIBNZBRRRIE D % WEF] 255
R L72HEpITE, TR o g,
WEDOEERT T 7 7 14 ATIREBEEN RO %
L7 & DERMEIHD SN L 720, B
NYAGELHHEEZLND,

—75, KETIE, F#ERRO 5L, H
B9 IC XY, BHIEAEASHBE TR WA, S
B EN) ORTHB EATHW ST, HiFd
B L CWaHEGLH L (FpI1, 3, 19),

B, RFEFEHOEH EFIFIOBRH DR S A
ZIZFRCCTHBEGEL, 6T =5 RXR—2D
IR IZEVECHITH ) RFHELSNIE 2 O —E 457,
XAZGIMNEsEe e o 7 FIVEINE & £ 2 WAsKR
FEECHNE 2 77 VECHI SN & AT b SR H
FEM DECH] &G IBIDOET DR & 3 F 7 B FH )78
FAES 2705, WG CHHIEHRTICR & 22
HWIHICASNS,
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4. BBHYIC

BIE TSI BV TIE, HEROMESRMEE
KEDOIEHHERHE AR E %5 2 EATRL
AHNTWE Y, A, FHBIECH O SedT 5 7
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TR BT O#EA&RIC XY, REOEAED
7 L— LR O ATHAr 3 et 2 7 3 BRECS)
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B CH D AR RN 5156 N85 L&
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L— 24T, LT IATH L AL BEr R
BYgt, FHMEEEO SN TWE,

LF 8 CTh ARG FILEW LK TH B Z
L, RO, BHEEIC oW TR D BRI 1T
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bRTw2, 17I/BTORLENL, 250,
7 L—=225fle & 20 AL, RIKICH
PHOLTHBEZRDO L V) EHPEETN
5o FRLEMZIT-oTY, FFRFI RS THhWIE
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1) http//www.wipo.int/pctdb/en/

2) http://www.ipdl.ncipi.go.jp/ Tokujitu/pfwj.
ipdI?N0000=118

3) http://portal.uspto.gov/external/portal/pair

4)  http://www.epoline.org/portal/public/register
plus

5) KmDT I/ BRIETIDNHOELE TH 5 N/S
) VG RN T (HBGF) % 22— F9 2DNA
IZHR 5% IC T 5 1In re Deuel) it (34
USPQ2d1210 (Fed. Cir. 1995)), TN, 284
EAECHome b vy va) YEEKRERT
(hIGF)-1 kUL 23— F§5 KUY X7 LAF F
1242559 A1n re Bell¥)t (26 USPQ2d
1529 (Fed.Cir.1993)) @ 2 fEOCAFCH 7,
[72L 27 3V BEFIPAMTH-oTHhENE 2
— F 3 25 EDODNARYIZIEFAHTH B ] Ln
VBAIEDOKE D T T 7 7 4 A& Ll e
LTHILGNT WA,

6) http://www.trilateral.net/projects/biotechnolo
gy/mutual_understanding/mu_in_se.pdf

7) T 111/00
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